[ Downloaded from nbr.khu.ac.ir on 2026-06-27 ]

[ DOR: 20.1001.1.24236330.1396.4.3.1.6 ]

[ DOI: 10.21859/acadpub.nbr.4.3.201 ]

201/Y

Nova Biologica Reperta 4(3) 201-208 (2017) Yo YA 3 lads F ale ot psle o (g sloazily

3l oolaiwl b Wlgusy Caliske S 951 (Sh09 F 9 (SB g (2L 3
SRAP Jeg0 Sl S

o Sh 5T i s o 0

VAR Ol AYAFYNS 50 ITAE/1/10 13l s

Qlﬂl;bbf;bbf&é%é)}@jwwaw a@d‘);&zﬂr}p}ﬁ)ﬁj 65}5};§7‘3r}'\g°l§‘:—k}};‘65}]};§7)ﬁ°}f
m.abdolinasab@kgut.ac.ir : LK J s

LS slaes b Cjb B s Slades de e 5o Sl (gGlwesleT Gl Ls)chﬁ? 558 Caliee bl I &lgin & V';J‘j 035 YA sliss oS>
..x.z%SRAP)f)'LeT;.a;.\F;luu;,dtu.,'lﬁgg;loﬂ‘;,'v;;ﬂ“dﬁ;ﬂufﬁ;lDNAvi;josf,ﬁ,,m@.uw)tﬁmgg>w
s sl LEM16-Med ; EM16-Med gla ST cin 5 bb 035 sha L EM10-Med 51T cinr o8 (el Consay Kok b \YF sl

el (55 855 Olgm 5 TV B /Y o G ol 3 (PIC) Sk Sledb (gl s i3 S sl 1y Sk b 3 o 587 5 o 2 o5 L
Sl ls)s 4 >,.x>)>_5.u.abfwrk>.gl\”UPGMA v,ij)«f;l;owf::éuhs-ﬁs.:;ct & el sy YA G Y I G el
QUJW‘QL&&A@Q}?J.A‘A)‘}lﬁnc‘g;c’ﬁjél)w&n@6&53}3A)lflq-ui})wb‘ﬁ Glad o b Sl (Glad s e sla g, S0

.\;,ApsjJ@mﬁgmwu@j;mmw;}s_&m@ a5 1y oa s 55 51 o y3 AV/0 093 5 sl (slaail g o s oo
PCR ( esis el s sl bt & s Sl sy

Evaluation of genetic diversity and classification of watermelon

(Citrullus lanatus) ecotypes using SRAP molecular markers
Maryam Abdoli Nasab® & Mehdi Rahimi

Received 04.04.2017/ Accepted 06.06.2017/ Published 21.12.2017

Department of Biotechnology, Institute of Science, High Technology and Environmental Science, Graduate University
of Advanced Technology, Kerman, Iran

*Correspondent author: m.abdolinasab@kgut.ac.ir

Abstract. Thirty eight ecotypes of watermelon were collected from different parts of Iran. After the preparation of the
field, these eotypes were cultivated in a completely randomized block design with three replications. In order to invest-
igate genetic diversity, genomic DNA samples were extracted from leaves and Polymerase chain reactions were
optimized using 14 SRAP primer pairs. One hundred thirty six polymorphic bands were detected, of which the EM10-
Me4 was the most abundant primer pair with 19 bands and EM16-Me4 and EM16-Mel4 were the least primer pairs
with 7 bands. PIC index varied from 0.20 to 0.32 and genetic diversity was 0.17 to 0.28 on the basis of Nei index.
Fisher's Linear Detection Analysis showed that the UPGMA method and the grouping accuracy of about 90% are more
appropriate than other cluster analysis methods. Cluster analysis, using Jakard method, was performed and the ecotypes
studied were classified into five distinct groups. Based on the PCA, the first and second components included 92.5% of
the variation, which represents the proper distribution of the markers on the whole genome.
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Table 1. Characteristics of the SRAP primers used in this study.
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5'-GACTGCGTACGAATTAAT-3'
5'-TGAGTCCAAACCGGACC-3'

5'-GACTGCGTACGAATTAAT-3'
5'-TGAGTCCAAACCGGCTA-3’

5'-GACTGCGTACGAATTGCA-3'
5'-TGAGTCCAAACCGGCTA-3'

5'-GACTGCGTACGAATITAG-3'
5'-TGAGTCCAAACCGGTGT-3'

5'-GACTGCGTACGAATTGCA-3’
5'-TGAGTCCAAACCGGTGT-3'

5'-GACTGCGTACGAATITAG-3'
5'-TGAGTCCAAACCGGACC-3'

5'-GACTGCGTACGAATITAG-3'
5'-TGAGTCCAAACCGGCTA-3'

5'-GACTGCGTACGAATTCGG-3'
5'-TGAGTCCAAACCGGGAC-3'

5'-GACTGCGTACGAATTAAT-3'
5S'TGAGTCCAAACCGGGAC-3'

5'-GACTGCGTACGAATITAG-3'
5'-TGAGTCCAAACCGGGAC-3'

5'-GACTGCGTACGAATTGCA-3’
5'-TGAGTCCAAACCGGGAC-3'

5'-GACTGCGTACGAATTCGG-3'
5'-TGAGTCCAAACCGGTGT-3'

5'-GACTGCGTACGAATTCGG-3'
5'-TGAGTCCAAACCGGCTA-3'

5'-GACTGCGTACGAATTCGG-3'
5'-TGAGTCCAAACCGGACC-3'
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Table 2. The number and frequency of alleles, the percent of polymorphism, Polymorphism Information Content (PIC),
Nei's gene diversity and Shannon information index generated from molecular data in studied watermelon samples.
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